LIAISON® MeMed BV": a new tool for early infection etiology
diagnosis in septic patients
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BACKGROUND-AIM

Febrile illness can be present in septic patients with both viral and bacterial infection. Distinguishing the etiology of the infection can be
difficult in emergency department due to lack of microbiological laboratory test results. Knowledge of the etiology of febrile syndrome
is essential to properly treat patients and reduce mortality. LIAISON®MeMed BV® is an in vitro diagnostic assay which measures the
blood concentration of three serum proteins (TRAIL,IP-10,CRP) and integrates the results into a Bacterial (or coinfection) Score or Viral

(or other non-bacterial etiology) Score.

The aim of this study was to evaluate the ability of LIAISON®MeMed BV® to determine viral or bacterial etiology of the infection and to
assess the stability of samples for this assay.

METHODS

A total of 264 samples were collected from patients with

clinical sepsis diagnosis stored since 2018 at -80°.
Samples were processed with

Patients with immunodeficiency, malignancy, active LIAISON®XL-DiaSorin analyzer.

inflammatory illness or under antibiotic treatment were
excluded (n=156).

Eligible patients (n=108) were classified into three groups

based on definitive diaghosis: To ensure stability of samples,

CRP was measured with
AU5800, Beckman coulter® in
72 subjects of total samples and
was compared with 2018 CRP
results.

* Viral diagnosis (n=37)
* Bacterial diagnosis (n=65)
* Viral-bacterial coinfection diagnosis (n=6).

Statistical analysis was carried out by MedCalc version 19.6.

RESULTS

All three patients groups were classified by LIAISON®MeMed BV® score as showed in figure 1. A total of 92% (99/108) were correctly
score-related to confirmed diagnosis (95% Bacterial diagnosis (62/65) and 85% Viral diagnosis (29/34)) as shown in figure 2. Only 8%
(9/108) were classified by LIAISON®MeMed BV® score as equivocal.
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Figure 1. LIAISON®MeMed BV® score results for each patient group.
CRP 2018 69,4 [121,6 — 24,35]

0=0,5845

CRP 2022 71,25 [120,65 —21,65]

CONCLUSIONS

Our results confirms the ability of LIAISON®MeMed BV® to early distinguish between viral (or other non-bacterial etiology) and bacterial
etiology of infection and also confirms the stability of samples for the assay. This lead to adequate treatment of patients by avoiding abuse

of antibiotics reducing the onset of bacterial resistances.



